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ANGULAR LEAF SPOT OF SLEEPY MALLOW INCITED BY A
PATHOVAR, CLOSELY SIMILAR to Pseudomonas syringae pv.syringae
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Table 1. Morphological, biochemical and physiological characteristics of the bacterial strains isolated from sleepy mallow
compared with those of Pss IBSEF445

e b Sty sl ext glaalis STy
. . . h. teristi Z.
Reaction of a reference strain Reaction of sleepy mallow Characteristic S0
of Pss (IBSEF451) bacterial strains
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Table 1 continued
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Malonate, Lactate
Oxalate, Benzoate,
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- = negative results with all strains. + = positive results with all strains. * = percentage of strains with positive reaction.
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Fig. 1. Angular leaf spots appearing on sleepy mallow leaves 7 days after inoculation with strain number 1
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Fig. 2. BOX- PCR fingerprint of bacterial strains isolated from sleepy mallow (lanes 1-8) and those of Pss (lane-5) . C: water
for DNA template (Negative control). M: 100-bp DNA ladder.
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Table 2. Fatty acid profiles of sleepy mallow isolates and reference strain

o Al g
Fatty acid
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Percentage of fatty acids
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12:0
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15:0
16:0
17:0 iso
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18:0
18:1 wéc

2.6
4.5
2.8
44
0.2
0.21
0.7
27.1
0.2
0.28
1.4

2.5
4.6
2.8
44
0.22
0.2
0.5
277
0.2
0.3
1
1

Pss: P. s. pv. syringae (IBSEF445)
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Fig.3. Dendrogram obtained by comparison of strains isolated from sleepy mallow (number 1 to 20) and
Pss (number 5) using rep-PCR.
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Fig.4. The 720 bp fragment from the syrB gene in 1 % agarose gel stained with etidium bromide. sleepy mallow isolates
(Lane 1 to 3). Pss (lane 4). 5: water for DNA template (negative control). M: 1500-bp DNA ladder.
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7= P:s.papulans NCPPB 2848
P.s:dysoxyli NCPPB 225
P.s.aptata G733

]

P.s.syringae HS191

LLP.s.syn'ngae B86-17
] 15— P.s.aceris NCPPB 958
P.s.atropurpurea NCPPB 2397
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P.s.porri NCPPB 3364

P.s.striafaciens NCPPB 1898
P.s.oryzae 36-1
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_WE{ P.s.theae K93001
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P.s.tomato DC3000
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P.s.maculicola NCPPB 2039
P.s.persicac NCPPB 3686
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Fig. 5. Neighbor-joining trees based on sequences of representatives of the studied isolates from sleepy mallow and some type
strains of related Pseudomonas syringae pathovars. Trees were drawn based on sequences of rpoD and gyrB gene with



V=A0 AYAY Sl /) oles / FA M/ LS slas e

— P.s.helianthi ICMP10564
— P.s.porri BD

— P.s.garcae ICMP4323

~ P.s.delphinii ICMP529

~ P.s.helianthi ICMP11933
42] L ps.tagetis ATCC 3128

P.s.tomato DC3000
P.s.maculicola 10
P.s.actinidiae ICMP9617
P.s.antirrrhini ICMP4303

(73
o

P.s.passiflorae NZ187

— P.s.syringae NRRL B-1631
5 P.s.aptat ICMP4387
o7 | | P-s-syringae BBK3
5

@ Sleepy Mallow Isolate

P.s.pisi PP105
P.s.syringae CCM CZE-4073
P.s.pisi LH150

P.s.phaseolicola ATCC19304
P.s.syringae B728a
P.s.satrofaciens ICMP4394
P.s.morsprunorum MAFF301433
P.s.papulans B-60-1

P.s.syringae LMG-1247

P.fluorescens W2384

89

7

62

4 — P.s.glycinea ATCC8727

P.s.ulmiLMG2349
9%

36| [P-stabaciATCC17914
40

46
26

51

76

P.fluorescens B909

P.aeruginosa ATCC27853

07 006 005 004 0.03 002

3310l (w35 53 385k slaali

5 L3yl sdias OLES (Neighbor joining 5y, b ol o F S oS IS

Voo aeeaylael U ITS ae b Mot wlal » 5,5 . Psendomonas syringae - sL,ls sl 3 ool b anslas s

Lilodds r.,.aj

Fig. 6. Neighbor-joining tree based on sequences of representatives of the isolates from sleepy mallow and some type strains
of Pseudomonas syringae pathovars. Tree was drawn based on sequences of ITS region with 1000 bootstrap.
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Table 3. Primer names, sequences and size of expected bands
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